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<210> 1 
<211> 45 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide primer 
<400> 1 

aactggaaga attcgcggcc gcaggaattt tttttttttt ttttt 

<210> 2 
<211> 12 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide primer 

<400> 2 
ggccgcagga at 

<210> 3 
<211> 53 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide primer 

<221> misc_feature 
<222> (30) . . . (35) 

<223> Independently A, T, G, or C; length of this 
feature may vary between 2 and 6 nucleotides 



<400> 3 

tgttaccaat ctgaagtggg agcggccgcn nnnnnttttt tttttttttt ttt 



53 



<210> 4 
<211> 60 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide primer 

<221> inisc_f eature 
<222> (30) . . . (35) 

<223> Independently A, T, G, or C; length of this 
feature may vary between 2 and 6 nucleotides 

<400> 4 

tgttaccaat ctgaagtggg agcggccgcn nnnnnttttt tttttttttt tttttttttt 60 

<210> 5 
<211> 43 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide primer 
<400> 5 

aactggaaga attaattaaa gatctttttt tttttttttt ttt 43 

<210> 6 
<211> 296 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> pT7T3-Pac polylinker 

<221> primer__bind 
<222> (54) . . . (77) 

<223> M13 reverse sequencing primer binding site 

<221> promoter 
<222> (103) . . . (123) 
<223> T7 promoter 

<221> promoter 
<222> (198) . . . (217) 
<223> T3 promoter 

<221> primer_bind 
<222> (249) , . . (265) 

<223> M13 sequencing primer binding site 
<400> 6 

caccccaggc tttacacttt atgcttccgg ctcgtatgtt gtgtggaatt gtgagcggat 60 
aacaatttca cacaggaaac agctatgaca tgattacgaa tttaatacga ctcactatag 120 
ggaatttggc cctcgaggcc aagaattccc gactacgtag tcggggatcc gtcttaatta 180 
agcggccgca agcttattcc ctttagtgag ggttaatttt agcttggcac tggccgtcgt 240 



tttacaacgt cgtgactggg aaaaccctgg 

<210> 7 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide primer 
<400> 7 

agcggataac aatttcacac agga 

<210> 8 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide primer 
<400> 8 

gactggtgag tactcaacca agtc 

<210> 9 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide primer 
<400> 9 

taatacgact cactataggg 

<210> 10 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide primer 
<400> 10 

attaaccctc actaaaggga 

<210> 11 
<211> 54 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide primer 



cgttacccaa cttaatcgcc ttgcag 296 



24 



24 



20 



<400> 11 

cctcgtgccg aattcttggc ctcgagggcc aaattcccta tagtgagtgt atta 



54 



<210> 12 
<211> 56 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide primer 
<400> 12 

attaaccctc actaaaggga ataagcttgc ggccgctttt tttttttttt tttttt 56 

<210> 13 
<211> 68 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide primer 
<400> 13 

attaaccctc actaaaggga ataagcttgc ggccgcttaa ttaaagatct tttttttttt 60 
tttttttt 68 

o 

w 
ffl 

H 
Q 

m 
rii 

Q 



